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GENOVA DIAGNOSTICS

2200 Gl Effects® Comprehensive Profile - Stool

Interpretation At-a-Glance
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A our Remuit Reference Vanance Score**
Halanced Represents 5% of heality ndaduals B Frolechaciera Phylum
Gorderine Represents 5% of healthy indnviduals B Acticbaciena Phydum
R recreents 00% of unheabty ndividels PATIENT HEALTHY B Firmicutes Phylum
"A progressive ranking soale based on @ Genowa propriciary algorithm Sal dierenSaies Fealiy and unksealitry RESULTS COHORT
commarsal patiams. -

*"Tha total number of Commersal Bactera (PCR) Tal ane ol of nefersnoe mnges for s individual

£ Gemoa Diagnostios - Aobert M. David, PR, Lab Dinector - CLLA Lic @91 00255349 - Madicans Lic. #34-B475 - Gaongia Lab Lic. Code #D67-007
Maw ¥ork Clinical Lab PRI 24578 - Flonda Chnical Lab Lic. 280000124 23008,
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Fatient:

Gl Effects® Comprehensive Profila - Stool

Mathocbiogy: GLMS, Awomated Chamisty, £ Rasulls

Digestion and Absorption

QUINT ILE DISTRIGUTION
| =2 | 2ma drd 1 a | s, |
| I I i ) |

10 200
Panerealic Elastase 1 § 158 L - =200 mcglg
N Valarate, scbutyrate. 1 alarate) 26— - b= | 1.8-0.0 micromolig
Fecal Fat {Tolal") 19.5 t * 1 | 3.2-38.6 ma'g
Trighycerides 1.1 * i 0.3-2.8 mgig
Lang-Chain Falty Acds 12.9 ! } e | | 1.2-29.1 mg/g
Chalesbersl 0.5 " t t t — 0.4-4.8 mgig
Phesphalipids 5.0 t * i 0.2-6.9 mgig
Inflammation and Immunology
50 120
Calprofectsn <16 * ==50 mcg'g
. 14 45
Easinophi P 0.6 * ==d.6 mcg'g
Fecal sacredony Iph 208 t * — ==H85 mcgig

Metabolic

Shorl-Chan Falty Acds (SCFA) (Total")
(Acetade, n-Butyrate, Proponate)

n-Butyrale Concanbralion

==23 3 micromaolig

==3 6 micromol'g

11.8-323 %

48.1-68.2 %

==283%

n-Bubyrale % 23

AcEiaie % 62.8

Progionate % 14.7 W t
Beta-glucurnidass 2 297

Tota il 5 sgua £ e sum of aF maasurable pais.
Fiese resuls ane Aof rapresantad by gl aibes.

& L. Peaoe-Brewer, PR, O{aBMLI), Lab Direcior - CLLA Lic. 283400655571 - Medicare Lic. #34-8475
rmﬂ.ﬁmwmm’mfmﬁmmmﬂkﬁmﬂw LiEass oiffalviaded NoldeT WAl +, [ SESIWE DaWE or Dn? ChaaraeT Oy i LOS. Food’

ana g Administration.

3886 266 Llig

& Carerva Duagracsiies - Rotart ML Derdd, PR, Lib Drecter - CLUA L 81100055540 - blidaass Lic. #34-8475 - Gaorgm Lib L Coda ROET-00T
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Gastrointestinal Microbiome

CHANTILE DISTRIGUTION
HI’I-I.II|15I|2nd]3rd am | sm | |Refersnce Range

Commensal Bacteria (PCR) CFugses | I I I T | CFLMg stee
Bacteroidetes Phylum
Bacleroidas-Fravolalagroup & 1E8 | f i . p——t—| | 34EB-1.5EB
Hacternides vulgartus Z26EB H I i . - . ] ==2 ?Ef
Bavnesials spp. <0l I : . S { | ==1.GE8
Oefordacier spp. B2ET H | : : : —4 | ==80ET
Fravolala spp. =0OL L # ‘ - : { | 14E5-1.6ET
Firmicutes Phylum
Anasrolunicus oo 4. 7TEB I . * ; { | ==312ET
Buntyrivibuic! erosselues T_2E4 [ | . i i | 5.5E3-5.0EB
Gl Spp. 1.6ED i * - f { | 1.7TEB-1.5E10
Copvorocried aulec g T.OES } ; +* : - i | ==1_2EB
Fascaliactanium praus i 25ED - i i et — | S.BET-4.TER
14EB o . ‘ - | | £3EB-5.2EB

I : . . - + | 4.2E5-1.3E8

f I i - i | 1.3EB-12E10
I # - - - { | 9.5ET-1.6ED
i } } e | | 1.2E5-55ET

Actinobacteria Phylum

==5_4EQ
==7_ZER
1.AET-1.0ED
==1_GET
S.0E4-4 GET
Ohealobactor frmigenss 1.6E8 b : ==1_5ET
Euryarchasota Phylum
Metanshrawibacisr S I i <=8 _GET
Fusabacteria Phylum
FLsobastemiT Spp. 1.7TE4 I |
Werrucomicrobia Phylum
Ak ST LS T EESB P {

Firmicutes/Bacteroidetes Ratio

Firmcutes Backsronaies (FIBE Ratio) 1ML + } 4 } | { | 12620

The gray-shaded portion of a guindle reporing bar represents e proporion of the reference population with resulls below delecion mil.

Commanisal resuls and referenos range values ane displayed in 3 compuler version of scientific notabion, whene B capial letier "E” indicaies the: exponent

walue (2., 7.2E6 equales i 7.3 1 10° or T,300,000%

The Firmioutes/Haotermecdetes. ratio (F/E Ratio) & estimated by ulbiinng the loeest and highast values of T rolenemce rangs for individual organsme. winen pataenl resulis ane
reported as <DL or >UL

& Danerai Diagrsatess - Rt M Deradd, PR, Lish Directes - CLUA Lie. #11D0085340 - lidasn Lic. #38-8475 - Sasrgm Lih Le Coda RET-007
haw Yok Chaicsl Lih PF1 84578 - Flonds Cheecal Lab Lic. SE00008 134 Frdi it
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Methodaiogy. cutivelALD-TOF M5, Autbmated and Manual Bischermical Madhods, Vitek 20 Sydiem Microdial identifcaton and Antbiodic suscepiibiity

Gastrointestinal Microbiome

Human microfiora is inluenced by environmental factors and the Additional bacteria
competitive ecosysiem of the onganisms in the Gl tract. Pathogenic Non-pathogen: Onganisms that fal under this category are those that
significance should be based upon clinical symptoms. corafide nommal, commensal o, of have nat been recognized &s

eliological agents of disease.

Microbiology Legend

Potential Pathogen: Organisms thal tall undes this category are
NG NP PP P considenad polential of oppanunistic palhogens when presam in haavy

] ] O] u .
Pathogen: The organsms (hat fall under this calegory ane well
Mon- Pobential recognized pathagens in clinksal lieralune thal have a deady

o E—_— Pathogen Fathogan e recognized mechanism of pathogenicity and are consdensd significant
regardiess of the quantity that appeans in cullure.
Bacteriology (Culture) I 1+ | P | 3t | ar |

Lactobaciiivs spp.

ajala

Escherichia coli 4+ : 1 t - —]

Bifidobactanum spp. 2+ : 1 * ' ' :
Additional Ba

alpha hemal 4+ : i t t + :

gamma haem O 2+ : : * : : :

1 1 L 1 |

I 1 T 1 * 1

i i f—— i

Citrobacfer amalonafic 4+
Ltrepdococcus agaiactiae gp B 3+
Mycology (Culture) h

Candida glabrata (T. glabrata) " ; } — |

KOH Preparation for Yeast

Mehadoiogy: Pofassivm Hydrowide (KOH) Preparalion i Yess!

Potassiurm Hydroxide [KOH) Preparation for Yeast

Thege yaas] usually represan the ofganisms isolaled by colture. In the presence of a negative yeas! oullune, FEoscopic yeas! may refledg Enisms nol viahle
enough o grow in culbure. The presancs of yeast on KOH prep should be cammelated with the patient’s symgloms. However, moderals bo gy yeast suggests
yeast overgiowih.

Results The resuli s reporied as e amount of yeast delecied microscopically
KOH Preparation, stool Rare Yeast Detected Rare: 1-2 per shde
Few: Z-5 per high poaer Seld (HPF)
Modemibe: E-10 par HPF

Many: >10 per HPF

& Genova Disgncslics - Robert M. Dasd, PhD, Lab Direscior - CLIA Lic. 211002553459 - Medicans Lic. 234-B47E - Geonga Lab Lic. Code 2067 -D07
Mew York Qinical Lab PF1 24578 - Florda Olinical Lab Lic. 2800008124
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Microscopic O&P Results

Microscopic DEP is capable of delecling all described gastrointestinal parasiles. The ofganisms lisled in he box represent those commanly fownd in macroscopic
siool analyss. Should an onganiam be detacled thal i nol incuded in the list belovw, it will be reporied in he Addional Resulbs section. For an exdensive
reference of all potentially detectable anganisms, plaass vl wwwogds net/product'gi-effects-comprehensive-aboal-lest

Genus/species Results
Hematodes - roundworms
Acylostoma duodenale (Hooksorm) Mot Detected
Aszcans lumbrcoides Mot Detected
Capillaria phifppinensis Mot Detected
Enterobius venmiculians Mot Detected
MNecator amencanus (Hookwaorm) Mot Detected
Strongyloides stercoralis Rare Ova Detected
Trchuns tnchiura Mot Detected
Cestodes-tapeworms
Diphylobothnum lstum Mot Detected
Dripyligium caninum Mot Detected
Hymenalepis diminuiz Mot Detected
Hymenalepis nana Mot Detected
Taenia spp. Rare Ova Detected
Trematodes-flukes
Chlonorchis Opisthorchis spp. Mot Detected
Fasciola spp Gasciniopsis buski ova Mot Detected
Hefaroph Moderate Ova Detected
Para Mot Detected
Schistosoma 5 Mot Detected
Protozoa
Balamtidiuwm coll Mot Detected
Biasfocysthis spp. Mot Detected
Chilomastix meznili Mot Detected
Crypdospondivm spp. Mot Detected
Cyclospora cayeianensis ot Detected
Dvenfamoeba fragiis Detected
Entamoeba col Detec
Entamoeba dispar =t
Entamoeba hartmamnni Mot
Entamoeba histolytica Mot Dwet
Entamoeba polecki Mot Detected
Endodimax nana Mot Detected
Giardia Mot Detected
lodamoeba butschiii Mot Detected
lsospora spp. Mot Detected
Tnchomonads (e.g. Penfsirichomonas) Mot Detected
Additional Findings
Charcot-Leyden Crystals Mot Detected
Meat Fibers Mot Detected
‘Vegetable Fibers Mot Detected
White Blood Cells Mot Detected

Other Infectious Findings

Additional Organism, Additional Organism, Additional Organism

" indicales esting perionmed by Genova Diagnostics, inc. B2 Jlkooa 51, Ashewlle, NC ZBE0-01T4A L. Peace-Brewer, PRiD, D{ABMLI]), Lab Dinscior - CLIA Lic. 23400655571
Medicans Lic. 2834-B47E5. Tesis wens developed and their performance charciensics determined by Genova Diagnosics
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PCR Parasitology - Protozoa

Organism Results Expected Result
Biastocyshs spp. 4 .00e4 Detected Mot Detected
Crypéospordiwm spp. =2 0ded Mot Detected Mot Detected
Cyclospora caystanansis =2 el Mot Detected Mot Detected
Dvgntamoseba fragiis =2 00a3 Mot Detected Mot Detected
Entamoeba histolytica =2 el Mot Detected Mot Detected
Giarois =2 00ad Mot Detected Mot Detected
Blastocystis spp. Reflex Subtyping

Type 1: Mot Detected Type 4: Mot Detected Type T- Mot Detected

Type 2: Detected Type 5 Mot Detected Type &: Mot Detected

Type 3: kMot Detected Type &: Detected Type G: Mot Detected

Additional Resultis

Mathodology: EIA Fecal immuiochemical Tasdng (FIT)

Results Expected Value
Fecal Occult Megathe Megative
Codor Brown
Consistencyft Formed®™ormal

> Examination for Worms

Mathodolog)y: Macroscapic Evaluatian

Mo larvae detected macroscopically

Zonulin Fam Paptide

Mathodology: EIA
Results
Zonulin Family Peptide, Stool 25000 H

Fonulin Family Peplide

This 1es1 is for reseandh use anly.
Genova will nol provide Supparl
an iI'|'IE"|'.'I'lE|iI"Ig 1 paat regulls
Thiz les] does nol dabact Fonulin.
ScheMer paper sugpgesis thal
DK bt may debact 8 2anulin
&, guch 8 progendin.

an inflarmmation assoc aled
dyshioss profile.’
The performance characterislics of
Zonulin Family Pegelide have been
werilied by Genova Diagnoslics

o Ine. The assay has mot been

1. Schether L, et al. ‘Widely Used Commercial ELISA Does Mot Delect i ¥

Frewrsorof HaplogioinZ, but Feecognizes Properdin as a Potenial cleared by U.5. Food and Drug

tacond Member of e Zonulin Family. Front Endocringl. 20188722 Admanisiration
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Add-on Testing

Mathooolegy

HpSa [Helicobacter pylor stool antigen)
Helicobacker pylorn is & bactemum which causes paplic
ulcer disease and plays a role in the development

HpSA - H. pylon Negative Negatve of gaslic cancer. Direc] siool lesling of hie antgen
[HpSA) is highly sccurale and is appropiiate far

Results Expected Value

Cam bacter ) Megatie Megatie
pyio e =g =g disgrisis and follow-up of infection.
Shiga toxin E. cof #+** Megathe Megathe
g 8 8 Campylobacter
Clostridium difficiles™ Megative Megative Camprylobacier jejuni is the mast frequernl cause of
bacledal-nduced diarrhea. While ransmissson can
Fecal Lactoferrin #+* Megatie Megatie aesur via the fecal-oral roule, infection is primary

asgncialed with the ingestion of conaminated and
pocdy cooked foods of animal angin, notably, red meal
and milk.

Clostridium difficile

Clostriideum difficile i an anserobas, spore-farming
gram-posiive batienum. Afer a dishebancs of the
gul fora (usually with antibiotics), cilonization wilth
Clostrideum difficile can take place. Closiridium dfhicle
niection i much mone commaon than once thoaught

Shiga toxin E. coli

Shiga loxin-producing Escherichia ooli (STEC) is a
group of bacierial sirains thal have been identified as
warldwide causes of seniows human gasingrestinal
digeage. The subgroug enlerahemorrhagic E. caol
fclisdes aves 100 differenl Serotypes, with 0157.HT
baing the moat significant, as il oo in over B0%
of all cases. Comaminabed Tood oonfinues (o be e
principal vehicke for ransmesson, foods associated
with oulbreaks indude allalfa sprouts, fresh produce,
Beel, and unpasisurized juias:

TResulls provided from padient input




Page 8/11

Comprehensive Microbiome Mapping,

Sample Report
— E— — B M-yt..ﬂ;ﬂgy S;:T;;tlv-ity_h

Azole Antifungals
Candicta glabvata (T, glabrata) R I S-DD L] ]

Fluconazolea 16

Variconazole 0.25
Non-absorbed Antifungals
Candida glabrata (T, glabrata) LOW INHIBITION HIGH INHIBITION
Mystatin
MNatural Agents

Candida glatwata (T, plabrata) LOW INHIBITION HIGH INHIBITION
Berbernine

Caprylic Acid

Garic

Undecylenic Acid

Plant ta

a1

N

Prascriptive Agants:
The R (Resistant) cafegony implies solale & not inhibiled by obtsinable levels of pharmaceutioal agent.
cal ayent

The | [Inkermediabe) cabegony ncudes Eolates for which the: mirimum inhision conoenirason (MIC] waluves usually approsch
leveds and for which response raies may be wer than for suscepiible solates.

The 5-D0 { Suscepiibie-Dose Depericend] category implies dinical efficacy whan higher $han normal desage of & dnag can be used a al conoen
@Chiel

The 5 {Susceplibie) column implies Faf solales ane inhibded by the usually achesable concemrabons of e pharmaosascal agent
I | Mo Interpretive guidelines established) cabegory is wsed for organisms that ousmently do nof have established guidelines for MIC inberpeeiation
Reder io published phamaceutical guidelines for approprabe dosage homapy.

Wywtwiin amd Wedursd Agents;

Resulis for Mystatin ane beaing reporied with natural anafungals in this calegony in accordancs & laboratory guidelines. for reporiing sersiiaies. In this assay, infibition is
dedined as e reduction level on onganism growd a5 a dinect result of inhibition by & natural substance. The level of inhibibion & an indicator of how efledive T subsianoe
waaes at limniting the growth of an organism in @ inovigeo environemen?. High inhibition indicates a greater abiity by thie substance 1o bmil growd, wiile Low Inhibition a ksser

aibility 10 mi growth. The designaied natural products should be corsidensd investigaonal in rature and not be viewed as standaed cincal reasiment subsiances

& Do D grecatecs - Foobart M Derad, Phill, Lih Director - CLLA Lic. #811DEE55544 - lbadasin Lic. #38-8475 - Gaorge Liah L. Coda 83&ET-H07F
Pl ‘o Chrical Lih PF1 82578 - Flonda Checil Lab Lic. 8800006 124 CASER
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MHethodolagy: Litek A5 Spsieor Wicroba' Anbivobe suscapibily, Manua' Wiavmorm fbdulion Concaniraion

Bacteria Sensitivity

Prescriptive Agents
Citrebacfer amalonabicns

Ampieillin

Amax ' Clavulanie Acd

i = s -

Caphalothin
Ci i

Tetra

Trirme ul

MNatural Agents

Citredbacler amalonalicu LOW INHIBITION HIGH INHIRITION
Berbarning

Cregano

Plant Tannins

|hva-Ursi

Q
e,

Prescriptive Agents:

The R (Resisiand] category implies solaie s nol inhibiled by obtsinab kevels of pharmaceutical agent.

The | {Intermediate) category incudes solates for which the minimum inhibition conceniraSon (MIC] values usaally approsch obiainable pharmaceuSical agend
lewnls and lor which response raies may be ower than for susoepible solades.

The 5-00 {Susceptiblie-Dose Deperdent] cafegony imples: dinical efficacy whan higher $han normal dosage of & dneg can be used and masdmal concentration
achirvedl

The 5 |Susceptible) column implies That solabes ane inhibied by the ussally achiswabls concenirations of B pharmacsuScal agent.

NI { Mo Interpretive guidelnes established) category is usad for organisms thal curmently dio nof Raree established guidelines for MIC inkerpewlaticon

Refes io publshed phamaceutical guidelines for appropnabe dosage Serapy.

Hatursl

Il s assay, inhitibion i defined as e reducton level on oganism geowth a5 a direct resull of infibiton By 3 substance. Thie leved of inhitsticn is an indoator of hiow
efecive thie substance waes al kmiting the: geosth of an orgamism inan in vilno envionmant. High infibition indicales a greater abiity by the subsianos o ime geosth, whiks
Lo lininilbilion a lesser abslRy o limit growd. The designated natural products should be considensd investigational in nalune and not be viewssd s standand chnical trealmaent
substances.

& Carorva Diagracatics - Robart B Derdd, PR, Lib Direster - CLUA L #11D0055544 - lidaan Lic. #34-8475 - Gaorgm Lib L Coda MET-007T
M ior Chrical Lib PF1 845TH - Flonda Cheecil Lab Lic. SE00006 134 CRSER
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2200 Gl Effects™ Comprahensive Profile - Stool
Interpretation At-a-Glance

i Genova Diagnostics Commensal Bacteria Clinicsl Associations*
Commensal Bacteria Out of
Reference Matabollc  Chronbs Auto- Type 2 High Blood  Mood
Rangs BS IBD  Syndroms Faligus | immune Disbelss  Pressurs Disorders

Bacteraldetas Phylum
Bactarigis- Pravoially group + + + + + + + +

Bacteroides vlgsius H 4 [ 4 3 4
Barmehsis pp.
Caloribhaciey pp. H
FPrevolsls app. + +
Firmiculss
Befyrialvio Srestsofoss
Clesiriclior spp
i t t
FascAlbacieninT prausilsy *
Laciodareiber £pp.
Paaydofavanifacior spp. * *
R ad ol Spp.
Rumnococcus Spg. +* **
Vel spp. +
Actinobacteria Phylum
Oifclobacfeim spo.

Bifidobactarir longur
Ceiliragslls derofBcies *+ *+
Frotsobacteris Phylum
Dhesgalfenvalrio piger +
Exchencha cof 1; £ 1; T T T ‘1‘
Clxaipbactar Brmiganas ' | 4 4 }
Euryarchascts Phylum
Metfranobrevibaciar Sith ' | 4 4
Fusobacterla Phylum
Fusobacisninm Spp. -T- 4 .T. 4 + + + +
Verrucomicrobla Phylum
Ak RSrrraiSE mucrpiia + + + I + + + +

*wrfarmation derbred from GDX results dets comparing u healthy cohort 1o varoes olinkosl condition cohorte. The chart above showing & comparison of pathent
reaults bo clncial conditions b meant for irformaiional purposes only: It i pot disgrantic, ror doss i imply that tha patiant has & spaciic clinlcal disgnosly or
condison,

caha.

reference range compared o thal of Genova's healihy coha.

The arrows indicate Ganova's clhnical condilion cohort test resulls faling below + or above § fhe referance range thal i greaber than that of Genova's healihy

14 Indicabes Genova's cincal condition cohart fest resulls falling below and shove the referancs rangs thal are greater than thal of Genova's healihy cohon.

Cedis with bolded arrows indicabe Genova's clnical condiion cohart had more best results faling above versus balow 4"":" mare balow varsus ahave *'*'fll:

O Canova Desgroies - Flobart b, D, PRD, Lab Dsectnn - G Les @1 100355340 - Midcare Lic. 8343475 - Sacipa Lab Lie. Coda #ET-007
Hlarw ‘o Clinical Lab PRI 84578 - Flords el Lab Lic. REOG00E1 34
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2200 G| Effects™ Comprehensive Profile - Stool
Interpretation At-a-Glance

Patlant

Eosincphil Protein X (EPX)

Resulls Genova Disgnostics Blomarker Clinlcal Assoclations*
Biomarker Out of

Reference Mestsbollc Chronlc =~ Auto-  Type2 High Blood Mood

Range es [[:12] Syndroms Fatigue | Immuneé Diabsles | Fresaure Disordars
Pancraatic Elsstase L ' + + + ¥ 4 ¥ v
Products of Protein Breakdown 4
(Total)
Fecal Fat (Tetal") '] t 1 t 4 i ¢
Trigiycerides ¢ 1 t t t $
mmrng ) 1 t 1 t t
Cholesterol q H t
Phospholipids t t 1 t { ¥ T
Calpratactin g * 1

Fecal secratory IgA *

Sharl-Chain Falty Aclds (SCFA)
(Tiota)

t+ t+

*irfarmation derived from GDX results dets compering u heslthy oohort io varioss clinlosl condition cohorts. The chart above shorwing § ol patient
reuulia to aincial conditians. ln meant for irformational purposss anly; 1t s pot disgrostic, rar doss H imply that the patent has & spectic clinical disgrosls of
condition,

The arfows indicabes Genova's cinical condilion cohon bast results faling balow ¥ or abave § the referance ramge thal & greater than thal of Genova's healhy
cahari.

4 Indicabes Genova's dincal candilion cohor tesd resulls falling below and ahove the referance rangs thal are greater than that of Genova's healihy coho.

Celis with bolded arrows ndicate Ganova's cinical condilion cohort had more (st resullts faling above verses balow **nr mare below varsus shave *+h=
reference range compared bo thal of Genova's healthy cohan.

O Ganowia Desgrosbes - FRobart . David, PR, Lab Disscta - CLLS Les 81 100355340 - Miadicars Lic. 8343475 - Gacipi Lab Lie. Coda #OET007
Hirw ork: Clinksal Lab PRI 84578 - Floreda Clinesal Lab Lic. REDG00E 3e 2N



